V / , CRF Errors Corrected by the STIC Systemswanch , 

, ... w O^f /^nC <r.^h'^ CRF Processing Date: V ^ ^ / J^' - 

/ Sertef Number: C //v^ /3^J>cJU>:) ^Jl^ Edited by: yi , ' 

I — I Changed a file from non-ASCII to ASClP* 'V / ^ Verified by: Z (STIC staff) 

I I Changed the margins in cases where the sequence text was S»r4pjfed" down to the next line. 



□ 

j [ Edited a format error in the Current Application Data section, specifically: 



I I Edited the Cun-ent Application Data section wrth the actual cun-ent number. The number inputted by the 

applicant was □ the prior application data; or □ other . 

[ I Added the mandatory heading and subheadings for "Current Application Data". 

[ I Edited the "Number of Sequences" field. The applicant spelled out a number instead of using an integer. 

I I Changed the spelling of a mandatory field (the headings or subheadings), specifically: 

I I Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

I I Inserted or conrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

I [ Con-ected subheading placement. All responses must be on the same line as each subheading. If the 
applicant placed a response below the subheading, this was moved to its appropriate place. 

I I Inserted colons after headings/subheadings. Headings edited included: 

I I Deleted extra, invalid, headings used by an applicant, specrficaJly: 

I I Deleted: □ non-ASCII "garbage" at the beginning/end of files; □ secretary initials/filename at end of file; 
— □ page numbers throughout text; □ other invalid text, such as . 



inserted mandatory headings, specifically: ^ I ^ c7 ^/U-jt^Cj 



I I Con-ected an obvious error in the response, specifically: 



I j C ' Jil ' jvJ iJuiitiiioio r^l ' rcib u\)\j^\ Cu^tf 1^ useu uui lower case is requireo, or vice versa. 

I I Corrected an error in the Number of Sequences field, specifically: 

I I A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

[ I Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingfy (error 
due to a Patentin bug). Sequences conrected: . — - 

I I Other: 



*Examiner: The-above corrections must be communicated to the applicant in the first Office 
Action, DO NOT send a copy of this form. ^^^^^ 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/5 7 5 , 5 8 OB 



DATE: 05/29/2002 
TIME: 12:26:25 



3 
4 
5 
7 
8 
10 
12 
13 
15 
17 
19 
2 0 
21 

24 
25 

2 6 
27 
28 
29 

3 0 
31 
32 
3 3 
34 
35 
36 
3 ■■' 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\05292002\I575 580B.raw 



F . 



•;110:> APPLICANT: McKeon , 
Kayako, K. 
Ryeom, S. 

•:120> TITLE OF INVENTION: CALCI PRESSI NS : ENDOGENOUS INHIBITORS OF CALCINEURIN 

USES AND REAGENTS RELATED THERETO 
■:130> FILE REFERENCE: H?W-n4fl.01 
■;140> CURRENT APPLICATION NUMBER: 09/575, 580B 
<141> CURRENT FILING DATE: 2000-05-22 

160> NUMBER OF SEQ ID NOS : 4 5 

170> SOFTWARE: Patentin Ver . 2.1 

210> SEQ ID NO: 1 

211> LENGTH: 2484 

212> TYPE: DNA 

213> ORGANISM: Homo sapiens 

400> SEQUENCE: 1 

cttgqgttta gctccctgag gacacaaact gtcctaagac tatgataata gtaatcatag 60 
aaccgtgcao atggcaagtt ctgaataaat ctcagctgtt ggatatactt tttgttataa 120 
ttactaacac ttcctaacta gagagtaagc ctactctaag aaaaaatata actgtaattt 180 
cacaacctcc aaagaaccca gtgcataaac agctaccatt tattaagcac tgactgaatt 240 
cttaqtaata tgtcttcatt tttttcagat gaggaaacta agattcagct tatttgtaca 300 
agtagttaaa aagcaaagct gaaattcaga cccaagttct cactgtatca tactgtccaa 360 
aaaaqaattc tatttttcag gaagagacat gtctgctcac ttgaggtcct cttatttttc 420 
cgctattccc caaaggaaag gggtgatctc ttaattcttt cgttatgtcc tattgtacat 480 
agcatataat ggtaattcag aaaaattact tctaattaca taaattttca caatggtata 540 
gtgactaata cgctgaaata gaaaagtaag gcattgttat catggtctag ttcagtcttt 600 
attgcgacta tatctgataa tatacggtaa gcatctaacc acttgccagg ggccacagag 660 
ccacagggag actatgtctc gcttaaattc ccaaaagtgg gcccctgtgc ttcaaaacgt 720 
::ccqcat.qq qaa::::araaa aacatta'^ct .-.-r cj^ t- .q t -.-r-^ ^.^^n- — g y r a a g r; r — ii^j^ — 



3 -i 

3 

4 ' 
4 1 
4 J 
4 3 
44 
4 5 
4n 
4 / 



-rqaggact-ct 
■^qagqacrt t 
q':faaqgt cac 
t a caa t aacc 
c.-jctaggggc 
gacgggcggg 
tgccgccgcg 
cqcgtgaggc 
gcgcggggat 
aqgcggccga 
a a a '-^ a a ■'^ ■'^ a -\ 



gcccggogto 
go z-z ::t aa r r 
gt gaagagaa 
caaccggcgc 
tgggggggcg 
gctggcgctg 
cgattc cgag 
cggcgcgc 
aggacggc 
cgcgagcg 



tc 



ct tcagctgg 
aacat ggccg 
t tccgttcct 
cggcct taaa 
gtcgccgcgc 
ggaggccgtg 
ggggttaacg 
aagcccggag 
gtggccggtc 
cggcccgggg 



caccagctgt 
ccct gaggct 
t tat tggccc 
qgggccaccg 
cgggcttctg 
tcgctgggag 
gcggagccgc 
cgctg 
cccagctcgg 
tgacgctgcg 



cagaaaagog 
t rgggcttcg 
cgt -tcctgg 
ttggatctgc 
ccc ct cccgc 
actgctgaca 
cggccgggcg 
gggcgcacag 
ggccgcggcg 
gcccttcgcg 



gaactgggga 
ggcggcagaa 
aagggcgggg 
cggtggccgg 
gcggaacggt 
gcccgccgcc 
cggaccggag 
ggtcgcgcgg 
gaggcggcgg 
cccctctcgg 



84 u 

(1 

9 6 i ' 
1(11:0 
1080 
114 0 
1200 

12 60 
1 3 2 () 

13 80 



o ( ■) ■ ■ 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/ 5 7 5 , 5 BOB 



DATE: 05/29/2002 
TIME: 12:26:25 



53 
54 
55 
56 
57 
58 
59 
6 0 
61 
62 
63 
64 
65 
66 
69 
70 
71 
72 
74 
75 
76 
77 
78 
79 
80 
81 
82 
83 
84 
87 
88 
89 
90 
9 2 
93 
94 



Input Set : A:\PTO.AMC.tit 

Output Set: N:\CRF3\0 5292 0 02\I5 7 5 5 80B.raw 

gggacggcgc cccgagggtc ccggtcccct agcacccccg gggcgcgcgg agctcactgc 1740 
agagtcccac aggctcgccc cggcccccgt gtgcgcccag gctggtgcga ctaggggggt 1800 
gaattcgctc cccaaggtgg ggcagcgccg ccgccccctg cgctctcgcc atcgccccgc 1860 
atttactcgc tggaggaggg ggtcacctca ttcctaggga ggaggaaaca gacattgagc 1920 
ggcgacgtga ctcagtgttc ataaatagga cgacgtccct gcattcccaa tctgcactat 1980 
tggaagaaaa gccaatgttt gggtgaggat ccgtggttgc tcattagcca gcggctggcc 2040 
agttttggtg gaattgtgtt ggggggaagg ggaccatctt tcagaccttt aggatattta 2100 
gtcaagaacc ttgccccctt gtgtgaaggt gtggcttgcc gccatcgggg acacccagta 2160 
catggggagt cgactccttc ccccgcctcc ccccaccccc gcaaaatcca cacaatttag 2220 
acactttgga gggtgagggg caggtatgag taatcaataa tggtggtggg gaggaagaat 2280 
ttatttcaaa tctgcagtta ttgtgcagaa taaaatgtgg acaacgtggg cgtcacagaa 2340 
tgaaaccggt ctttgagaga tgccccatta ggagagcagc tgtcaaaaaa agcagtgctt 2400 
tcagcgcttg gctgtgggtc cacaaatgct gtcaatgaac tatagttgaa ggctgctgcc 2460 
aatacaacac cactgtgaaa caga 2484 

210> SEO ID NO: 2 

211> LENGTH: 597 

212> TYPE: DNA 

213> ORGANISM: Mus musculus 

400> SEQUENCE: 2 

atggaggagg tggatctgca ggacctgccg agcgccacca tcgcctgcca cctggacccg 60 
cgcgtgttcg tggacggcct gtgccgggcc aaatttgaat ccctcttcag aacatatgac 120 
aaggacacca ccttccagta ttttaagagc ttcaaacgtg tccggataaa cttcagcaac 180 
cccttatctg cagccgatgc caggctgcgg ctgcacaaga ccgagttcct ggggaaggaa 240 
atgaagttgt attttgctca gactttacac ataggaagtt cacacctggc tccgcccaat 300 
cccgacaaac agttcctcat ctcccctccg gcctctcctc ccgttggctg gaaacaagta 360 
gaagatgcca cccccgtcat aaattacgat cttttatatg ccatctccaa gctggggcca 420 
gqagagaagt atgaactgca tgcagcgaca gaccccactc ccagtgtggt ggtccacgtg 480 
tgtgagagtg accaagagaa tgaggaggaa gaggaagaga tggagagaat gaagagaccc 540 
aagcccaaaa tcatccagac acggagaccg gagtacacac cgatccacct tagctga 597 

210> SEQ ID NO: 3 

211> LENGTH: 729 

212> TYPE: DNA 

213> ORGANISM: Mus musculus 

4 00> SEQUENCE: 3 

gaattcgtcg acccacgcgt ccgcccacgc gtccgcttgg ggcagcaggc atctatccct 60 
gaagatgggg gacttttctt cctctgctgc atagacagag actgggctgt cactcagtgt 120 
t tqct qaaq aqqcottcca acrcactcact gacttcaata at c.t r.r.r.r.^^ rt<^^tf cjttt 1 Rfi 



9 / 



100 
101 
102 
1 0 3 
104 
1 0 5 



gcctgcaatg ttcaccagtc tgtgtttgaa gaagaggaga gcaaggaaaa attcgaggga 2A0 
ctgttccgga c^tatgatga atgtgtgacg ttccagctgt ttaagagttt ccgacgggtt 30Ci 
cqaataaatt t^agc::atcc caaatctg::a gcccgtgccc ggatagagct tcatgagact 36C' 
cagttcagag gqaagaagct acccctctar ttcgccoagg tocagacccc agagacagat 42ri 
ggagacaaac tgcatttggc acctccacag cctgccaaac agttcctcat ctcaccccct 480 
tcatctccat ctgttggctg gaagcctatc agcgatgcca caccagtcct caactatgac 540 
cttctttatg ctgtggccaa actaggacca ggagagaaat atgagctgca cgctggaact 600 
gagtctaccc cgagcgtcgt ggtgcatgtg tgtgacagcg acatggagag ggaggaggac 660 
ccaaagactt ccccaaagcc aaaaatcaat cagacccggc ggcctggcct gccacccttc 720 
ggtcactga 729 



2<) 02 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/575 , 580B 



DATE: 05/29/2002 
TIME: 12:26:25 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\05292002\l575580B.raw 



110 




:212 


> TYPE: 


PRT 


























111 




:213 


> ORGANISM: 


Mus 


musculus 


















113 




:4 0 0 


> SEQUENCE: 


4 
























114 


Met 


3lu 


Glu 


Val 


Asp 


Leu 


Gin 


Asp 


Leu 


Pro 


Ser 


Ala 


Thr 


He 


Ala 


Cys 


115 




1 








5 










10 










15 




117 


His 


Leu 


Asp 


Pro 


Arg 


Val 


Phe 


Val 


Asp 


Gly 


Leu 


Cys 


Arg 


Ala 


Lys 


Phe 


118 










20 










25 










30 






120 


Glu 


Ser 


Leu 


Phe 


Arg 


Thr 


Tyr 


Asp 


Lys 


Asp 


Thr 


Thr 


Phe 


Gin 


Tyr 


Phe 


121 








35 










40 










45 








123 


Lys 


Ser 


Phe 


Lys 


Arg 


Val 


Arg 


He 


Asn 


Phe 


Ser 


Asn 


Pro 


Leu 


Ser 


Ala 


124 






50 










55 










60 










126 


Ala Asp 


Ala 


Arg 


Leu 


Arg 


Leu 


His 


Lys 


Thr 


Glu 


Phe 


Leu 


Gly 


Lys 


Glu 


127 




65 










70 










75 










80 


129 


Met 


Lys 


Leu 


Tyr 


Phe 


Ala 


Gin 


Thr 


Leu 


His 


He 


Gly 


Ser 


Ser 


His 


Leu 


130 












85 










90 










9 5 




132 


Ala 


Pro 


Pro 


Asn 


Pro 


Asp 


Lys 


Gin 


Phe 


Leu 


He 


Ser 


Pro 


Pro 


Ala 


Ser 


133 










100 










105 










110 






135 


Pro 


Pro 


Val 


Gly 


Trp 


Lys 


Gin 


Val 


Glu 


Asp 


Ala 


Thr 


Pro 


Val 


He 


Asn 


136 








115 










120 










125 








138 


Tyr Asp 


Leu 


Leu 


Tyr 


Ala 


He 


Ser 


Lys 


Leu 


Gly 


Pro 


Gly 


Glu 


Lys 


Tyr 


139 




130 










135 










140 










141 


Glu 


Leu 


His 


Ala 


Ala 


Thr 


Asp 


Pro 


Thr 


Pro 


Ser 


Val 


Val 


Val 


His 


Val 


142 


145 










150 










155 










160 


144 


Cys Glu 


Ser 


Asp 


Gin 


Glu 


Asn 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Met 


Glu 


Arg 


145 












165 










170 










175 




147 


Met 


Lys 


Arg 


Pro 


Lys 


Pro 


Lys 


He 


He 


Gin 


Thr 


Arg 


Arg 


Pro 


Glu 


Tyr 


14 8 










180 










185 










190 






150 


Thr 


Pro 


He 


His 


Leu 


Ser 






















151 








195 




























154 




210 


> SEQ ID NO 


: 5 
























155 




211 


> LENGTH: 242 
























156 




212 


> TYPE : 


PRT 


























157 




213 


> ORGANISM: 


Mus 


mus cuius 


















159 




400 


> SEQUENCE: 


5 
























16 0 


Glu 


Phe 


Val 


Asp 


Pro 


Arg 


Val 


Arg 


Pro 


Arg 


Val 


Arg 


Leu 


Gly 


Gin 


Gin 


161 




1 








5 










10 










15 




1 6 < 


Ala 


Ser 


He 


Pro 


Glu 


Asp 


Glv 


g;v 


Leu 


Phe 


Php 


TiPM 


rv.^ 




T1 P 




1 r. 4 










2 0 










25 










30 






16- 


Arg Asp 


Trp 


Ala 


Val 


Thr 


Gin 


Cys 


Phe 


Ala 


Glu 


Glu 


Ala 


Phe 


Gin 


Ala 


1 0 ' 








3 5 










4 0 










4 5 








16'-' 


T 


eu Thr 


Asp 


Phe 


Ser 


Asp 


Leu 


Pro 


Asn 


Ser 


Leu 


Phe 


Ala 


Cys 


Asn 


Val 


170 






50 










55 










60 










172 


}{is Gin 


Ser 


Val 


Phe 


Glu 


Glu 


Glu 


Glu 


Ser 


Lys 


Glu 


Lys 


Phe 


Glu 


Gly 


173 




65 










70 










75 










80 


175 


Leu Phe 


Arg 


Thr 


Tyr 


Asp 


Glu 


Cys 


Val 


Thr 


Phe 


Gin 


Leu 


Phe 


Lys 


Ser 


17t. 












85 










90 










95 




178 


Phe Arg 


Arg 


Val 


Arg 


He 


Asn 


Phe 


Ser 


His 


Pro 


Lys 


Ser 


Ala 


Ala 


Arg 



RAW SEQUENCE LISTING DATE: 05/29/2002 

PATENT APPLICATION: US/09/57 5 , 580B TIME: 12:26:25 



Input Set : A:\PTO, AMC.txt 

Output Set: N:\CRF3\05292002\I575580B.raw 



182 






115 










120 










125 








134 


Leu 


Tyr 


Phe 


Ala 


Gin 


Val 


Gin 


Thr 


Pro 


Glu 


Thr 


Asp 


Gly 


Asp 


Lys 


Leu 


185 




130 










135 










140 










187 


His 


Leu 


Ala 


Pro 


Pro 


Gin 


Pro 


Ala 


Lys 


Gin 


Phe 


Leu 


He 


Ser 


Pro 


Pro 


188 


14 5 










150 










155 










160 


190 


Ser 


Ser 


Pro 


Ser 


Val 


Gly 


Trp 


Lys 


Pro 


He 


Ser 


Asp 


Ala 


Thr 


Pro 


Val 


191 










165 










170 










175 




19 3 


Leu 


Asn 


Tyr 


Asp 


Leu 


Leu 


Tyr 


Ala 


Val 


Ala 


Lys 


Leu 


Gly 


Pro 


Gly 


Glu 


194 








180 










185 










190 






196 


Lys 


Tyr 


Glu 


Leu 


His 


Ala 


Gly 


Thr 


Glu 


Ser 


Thr 


Pro 


Ser 


Val 


Val 


Val 


197 






195 










200 










205 








199 


His 


Val 


Cys 


Asp 


Ser 


Asp 


Met 


Glu 


Arg 


Glu 


Glu 


Asp 


Pro 


Lys 


Thr 


Ser 


2 00 




210 










215 










220 










2 02 


Pro 


Lys 


Pro 


Lys 


He 


Asn 


Gin 


Thr 


Arg 


Arg 


Pro 


Gly 


Leu 


Pro 


Pro 


Phe 


2 0 3 


225 










230 




















24 0 


2 05 


Gly 


His 






























2 09 


<210 


> SEQ ID NO 


6 
























210 


<:211 


> LENGTH: 192 
























211 


< 2 1 2 


> TYPE: 


PRT 


























212 


<213 


> ORGANISM: 


Homo sapiens 


















214 


<40C 


> SEQUENCE: 


6 
























215 


Met 


Asp 


Cys 


Asp) 


Val 


Ser 


Thr 


Leu 


Val 


Ala 


Cys 


Val 


Val 


Asp 


Val 


Glu 


216 


1 








5 










10 










15 




218 


Val 


Phe 


Thr 


Asn 


Gin 


Glu 


Val 


Lys 


Glu 


Lys 


Phe 


Glu 


Gly 


Leu 


Phe 


Arg 


219 








2 0 










25 










30 






2 2 1 


Thr 


Tyr 


Asp 


Asp 


Cys 


Val 


Thr 


Phe 


Gin 


Leu 


Phe 


Lys 


Ser 


Phe 


Arg 


Arg 


222 






35 










40 










45 








224 


Val 


Arg 


lie 


Asn 


Phe 


Ser 


Asn 


Pro 


Lys 


Ser 


Ala 


Ala 


Arg 


Ala 


Arg 


He 


"' s 




50 










55 










60 










227 


Glu 


Leu 


His 


Glu 


Thr 


Gin 


Phe 


Arg 


Gly 


Lys 


Lys 


Leu 


Lys 


Leu 


Tyr 


Phe 


228 


65 










70 










75 










80 


2 30 


Ala 


Gin 


Val 


Gin 


Thr 


Pro 


Glu 


Thr 


Asp 


Gly 


Asp 


Lys 


Leu 


His 


Leu 


Ala 


2 31 










85 










90 










95 




2 33 


Pro 


Pro 


Gin 


Pro 


Ala 


Lys 


Gin 


Phe 


Leu 


He 


Ser 


Pro 


Pro 


Ser 


Ser 


Pro 


2 34 








100 










105 










110 






2 3 ff. 


Pro 


Val 


Gly 


Trp 


Gin 


Pro 


He 


Asn 


Asp 


Ala 


Thr 


Pro 


Val 


Leu 


Asn 


Tyr 


2 3 ^ 






115 










120 




















Asp 


Leu 
130 


Leu 


Tyr 


Ala 


Val 


Ala 
135 


Lys 


Leu 


Gly 


Pro 


Gly 
140 


Glu 


Lys 


Tyr 


Glu 




L^'U 


His 


Ala 


Gly 


Thr 


G 1 u 


Ser 


Thr 


Pro 


Ser 


Val 


Val 


Val 


His 


Val 


Cys 


.< 


: 4 5 










1 50 










155 










160 


J 4 


Asp 


Ser 


Asp 


He 


Glu 


Glu 


Glu 


Glu 


Asp 


Pro 


Lys 


Thr 


Ser 


Pro 


Lys 


Pro 


246 










165 










170 










175 




248 


Lys 


He 


He 


Gin 


Thr 


Arg 


Arg 


Pro 


Gly 


Leu 


Pro 


Pro 


Ser 


Val 


Ser 


Asn 


249 








180 










185 










190 







2 55 <21Ci> SEQ ID NO: 7 
2 56 <^11> LENGTH: 17 j 
R 7 ' ' ^ ] 2 ~ ' ^ Y P F ' ^ K 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/5 7 5 , 5 8 OB 



DATE: 05/29/2002 
TIME: 12:26:25 



Input Set : 
Output Set : 



A:\PTO.AMC-txt 

N:\CRF3\05292002\I57 5 5 80B . raw 



260 


<40C 


> SEQUENCE: 


7 
























261 


Met 


Val 


Tyr 


Ala 


Lys 


Phe 


Glu 


Ser 


Leu 


Phe 


Arg 


Thr 


Tyr 


Asp 


Lys 


Asp 


262 


1 








5 










10 










15 




26 4 


lie 


Thr 


Phe 


Gin 


Tyr 


Phe 


Lys 


Ser 


Phe 


Lys 


Arg 


Val 


Arg 


He 


Asn 


Phe 


j6 5 








20 










25 










30 






267 


Ser 


Asn 


Pro 


Phe 


Ser 


Ala 


Ala 


Asp 


Ala 


Arg 


Leu 


Gin 


Leu 


His 


Lys 


Thr 


268 






35 










40 










45 








2 70 


Glu 


Phe 


Leu 


Gly 


Lys 


Glu 


Met 


Lys 


Leu 


Tyr 


Phe 


Ala 


Gin 


Thr 


Leu 


His 


271 




50 










55 










60 










27 3 


lie 


Gly 


Ser 


Ser 


His 


Leu 


Ala 


Pro 


Pro 


Asn 


Pro 


Asp 


Lys 


Gin 


Phe 


Leu 


274 


65 










70 










75 










80 


276 


He 


Ser 


Pro 


Pro 


Ala 


Ser 


Pro 


Pro 


Val 


Gly 


Trp 


Lys 


Gin 


Val 


Glu 


Asp 


277 










85 










90 










95 




279 


Ala 


Thr 


Pro 


Val 


He 


Asn 


Tyr 


Asp 


Leu 


Leu 


Tyr 


Ala 


He 


Ser 


Lys 


Leu 


2 80 








100 










105 










110 






Jb2 


Gly 


Pro 


Gly 


Glu 


Lys 


Tyr 


Glu 


Leu 


His 


Ala 


Ala 


Thr 


Asp 


Thr 


Thr 


Pro 


283 






115 










120 










125 








285 


Ser 


Val 


Val 


Val 


His 


Val 


Cys 


Glu 


Ser 


Asp 


Gin 


Glu 


Lys 


Glu 


Glu 


Glu 


286 




130 










135 










140 










288 


Glu 


Glu 


Met 


Glu 


Arg 


Met 


Arg 


Arg 


Pro 


Lys 


Pro 


Lys 


He 


He 


Gin 


Thr 


289 


145 










150 










155 










160 


291 


Arg 


Arg 


Pro 


Glu 


Tyr 


Thr 


Pro 


He 


His 


Leu 














292 










165 










170 














29 5 


<210 


> SEQ ID NO 


8 
























296 


<:211 


> LENGTH: 197 
























2 97 


<;212 


> TYPE: 


PRT 


























296 


':213 


> ORGANISM: 


Cricetulus griseus 
















30 0 


<400 


> SEQUENCE: 


8 
























301 


Met 


His 


Phe 


Arg 


Asp 


Phe 


Asn 


Tyr 


Asn 


Phe 


Ser 


Ser 


Leu 


He 


Ala 


Cys 


302 


1 








5 










10 










15 




304 


Val 


Ala 


Asn 


Gly 


Asp 


Val 


Phe 


Ser 


Glu 


Ser 


Glu 


Thr 


Arg 


Ala 


Lys 


Phe 


305 








2 0 










25 










30 






307 


Glu 


Ser 


Leu 


Phe 


Arg 


Thr 


Tyr 


Asp 


Lys 


Asp 


He 


Thr 


Phe 


Gin 


Tyr 


Phe 


3 C) 8 






35 










40 










45 








3 1 0 


Ly s 


Ser 


Phe 


Lys 


Arg 


Val 


Arg 


He 


Asn 


Phe 


Ser 


Asn 


Pro 


Leu 


Ser 


Ala 


3 1 1 




50 










55 










60 










3.13 


Ala 


Asp' 


Ala 


Arq 


Leu 


Gin 


Leu 


His 


Lys 


Thr 


Glu 


Phe 


Leu 


Gly 


Lys 


Glu 



<:\^ Met Lys Leu Tyr Phe Ala Gin Thr Leu His lie Gly Ser Ser His Leu 
V! ■'• 8 5 9 0 9 5 

Aid PrC' Pro Asn Pro Asp Lys Gin Phe Leu He Ser Pro Pro Ala Ser 
: ! 1 0 J 10 5 110 

322 Pro Pro Val Gly Trp Lys Gin Val Glu Asp Ala Thr Pro Val He Asn 

323 115 120 125 

325 Tyr Asp Leu Leu Tyr Ala He Ser Lys Leu Gly Pro Gly Glu Lys Tyr 

326 130 135 140 

<28 Glu Leu His Ala Ala Thr Asp Thr Thr Pro Ser Val Val Val His Val 

3 2 9 14 5 1 50 1 ' ^ 



7 5 



8 0 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/575 , 580B 



DATE: 05/29/2002 
TIME: 12:26:26 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\05292002\l575580B.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq# :27; N Pes . 2410 
Seq# : 28 ; Xaa Pos . 6 
Seq# : 33 ; Xaa Pos . 1,2,3 



Page 1 of 5 




1600 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/5 7 5 , 5 8 OB 



DATE: 05/29/2002 
TIME: 10:49:52 



Input Set : A:\09575580 Seq listing.txt 
(jutput Set: N:\CRF3\05292002\I575580B.raw 



3 
•\ 
5 
7 
8 
1(] 
J 2 
1 3 
l!i 
17 



.110 



Ooes Not ( Of ilph 



APPLICANT: McKeon, F. 
Kayako, K. 
Ryeom, S . 

TITLE OF INVENTION: CALC I PRESSI NS : ENDOGENOUS INHIBITORS OF CALCINEURIN 
USES AND REAGENTS RELATED THERETO 
FILE REFERENCE: HMV-048.01 
CURRENT APPLICATION NUMBER: 09/575, 580B 



.:l JO ' 
;14 0:-- 

:141:-- CURRENT FILING DATE: 2000-05-22 
:lt.O:- NUMBER OF SEQ ID NOS : 45 
:170;' SOFTWARE: Patentin Ver. 2.1 



ERRORED SEQUENCES 

Hi33 -:210> SEQ ID NO: 36 

1(134 -:2 1.1;- LENGTH: 24 

1035 -:212;-' TYPE: PRT 

1036 <21.3;^ ORGANISM: Artificial Sequence 
W--> 1037 <220> FEATURE: ,L^*-^^'i^ 

l(i3^ •:223;- OTHER INFORMATION: Description of Artificial Sequence: synthetic 
10 3 8 construct 

1040 <400> SEQUENCE: 36 

1(141 Mt!t (;ly Gly Cys Arg Gly Asp Met Phe Gly Cys Gly Ala Pro Pro Lys 
1042 1 5 10 15 

]044 Lys Lys Arg Lys Val Ala Gly Phe 
10 4 5 2 0 

KHl .::0 - SF Q ID ND : 3 8 . 

1 ii^;. I i ■ LLNC; 1 \{\ / 4 

1 (Hf W .2 ■ lYPE : PRI 

lo.-l" ^ ■ f)R(^,ANISM: Art it irial Sf^qu^Mif^t' 

W--> 1088 <220> FEATURE: ^- ' / w-^i--^' 

10H8 - 223' OTHER I N FORMA I ITjN : Description ot Artificial Sequence: synthetic 

108'^ construct 

^;^> 1091 <400> SEQUENCE: 38 

^ 109J Met Glu Pro Val Asp Pro Arq Leu Glu Pro Trp Lys His Pro Gly Ser 
10 9.^1 5 10 15 

liM^'i (W n I'K.) Lys Ilii Ala (^ys 1 h i Asn (^ys Lyr Cys Lys Lys Cys c^ys Pli^^ 
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RAW SEQUENCE LISTING DATE: 05/29/2002 

PATENT APPLICATION: US/0 9/57 5 , 5 8 OB TIME. 10:49:52 

Input Set : A:\09575580 Seq listing.txt 
Output Set: N:\CRF3\0 5292 0 02\I57 5 5 8 0B.raw 

110 5^5 70 

I'J|)1 ^JIO ' SEQ ID NO: 40 

IJ;)2 .211 ' LENGTH: 3 03 

120 < ■:212> TYPE: PRT 

12(^4 ■;213:- ORGANISM: Artificial Sequence 

W--> 1205 <220> FEATURE: M^-^^ 

1JU5 •:223> <;)THER INFORMATION: Description of Artificial Sequence: synthetic 
Ijfki construct. 



12 


("l <A 


Met 


rh r 


Ser 


Arg 


Arg 


Ser 


Va I 


Lys 


Ser 


L,iy 


Pro 


Arg 


O 1 u 


V a ± 




Arg 


12 


1.11 


1 








5 










1 L' 










J J 




12 


1 2 


Asp 


G 1 u 


lyr 


Gl u 


Asp 


Le u 


Tyr 


Tyr 


1 nr 


P rc) 


Ser 


Ser 




Met 


A 1 a 

A J a 


Ser 


12 


L3 








2 tJ 










2 D 










.5 u 






12 


15 


Pro 


Asp 


Ser 


Pro 


Pro 


Asf> 


Thr 


S f 1? r 


Arg 


Arq 


oi'^ 


Ala 

Aid 


Leu 


o L n 


Vi r- 

.1 n r 


Arg 


1 2 J 






35 










4 0 










4 5 








1 2 


J y 


Sor 


Arg 


Gin 


Arg 


Gly 


G 1 u 


Val 


Arg 


Phe 


Val 


Glri 


Tyr 


Asp 


(3 1 u 


Ser 


Asp 


1 2 


1. '^ 




5 0 










55 










60 










1 2 


2 1 




Ala 


Leu 


Tyr 


tjly 


(j 1. y 


Ser 


Ser 


Ser 


Glu 


Asp 


Asp 


GLu 


His 


Pro 


G lu 


1 2 


2 2 


6 5 










7 0 




















o u 


12 


2 4 


Vdl 


Pro 


Arg 


T \\ r 


Arg 


Arg 


Pro 


Vdl 


Ser 




Ala 


V a 1 


Leu 


Ser 


r" 1 - - 

1 ^ 


F X O 


12 


2 5 










O c: 
O D 










Q C\ 














12 


27 


(j ly 


Pro 


Ala 


Arg 


Ala 


Pro 


Pro 


Pro 


P ro 


Aid 


uiy 


Ser 


1^1^ 


o 1 y 


A J. d 


^ J ± y 


12 


28 








1 U 0 










1 U D 










1 1 'J 






12 


^0 


Arg 


Thr 


Pro 


Thr 


Thr 


Ala 


Pro 


A rg 


Ala 


Pro 


Arg 


Thr 


tj 1 n 


Arq 


V d i 


Aid 


12 


.M 






L 1 5 










1 2 U 










1 Z D 








12 




Thr 


Lys 


Ala 


Pro 


Ala 


Ala 


Pro 


Ala 


Ala 


Glu 


Thi" 


Thr 


Arg 


Gly 


Arg 


Lys 


12 






130 










135 










140 










12 


u\ 


Ser 


Ala 


(3Ln 


Pro 


Glu 


Ser 


Ala 


Ala 


Leu 


Pro 


Asp- 


Ala 


Pro 


Ala 


Ser 


Thr 


IJ 


3 7 


14 5 










150 










155 










160 


12 


3 9 


Ala 


i'ro 


Thr 


Arg 


Ser 


Lys 


Thr 


Pro 


Ala 


Gin 


Gly 


Leu 


Ala 


Ar<.^ 


Lys 


Leu 


IJ 


4 0 










165 










170 










175 




12 


4 2 


His 


I^he 


Ser 


Thr 


Ala 


Pro 


Pro 


Asn 


Pro 


Asp 


Ala 


Pro 


Trp 


Thr 


Pro 


Arg 


12 


4 3 








180 










185 










190 






12 


4 5 


Val 


A 1 a 


(jly 


Phe 


Asn 


Lys 


Ai g 


Vdl 


Pfie 


Cy s 


Ala 


Ala 


Val 


Gly 


Arq 


Leu 


12 


4e. 






195 










200 










20 5 








12 


4 8 


Ala 


A 1 <^ 


Met 


Hi s 


Ala 


Ai g 


Met 


Ala 


A 1 a 


Va 1 


(n n 


Leu 


T rp 


Asf) 


Met 


Ser 


1 2 




A Vi] 

2 5 


Pro 


Arq 


Th r 


ASf) 


Gli; 

2 


Asp 


Leu 


As n 


( 1 u 


; (Mj 

2 ^ - 


I.eu 


(7, 1 y 


I ]o 


Thr- 


Tlir 

2 4 0 


1,: 


.4 


1 le 


Arq 


Vdl 


Thr 


Val 


C V 


(;lu 


G 1 y 


Lys 


Asn 


Leu 


Leu 


Gin 


A r-q 


A 1 a 


Asn 


1. 


r 










24 5 










2 5 0 










2 55 




12 




G 1 u 


Leu 


Va 1 


Asn 


Pro 


Asp 


val 


Val 


Gin 


Asp 


Val 


Asp 


Ala 


Ala 


Thr 


Ala 


12 


5H 








260 










265 










2 7 0 






1 


^l (j 


Thi 


Arg 


Gjly 


Arg 


Ser 


Ala 


Ala 


Ser 


Arg 


P ro 


Thr 


Glu 


Arq 


Pro 


A r-q 


Ala 


12 


^ I 






27 5 










280 










28 5 








1 




Vro 


1 a 


Ai~(^ 


Sei 


Ala 


S(M 


A r^q 


Prc) 


A rq 


A r-q 


Pr-f;, 


Val 


c. lu 


G 1 u 


Pho 




1 2 


b4 




2 90 










29 S 





















RAW SEQUENCE LISTING DATE: 05/29/2002 

PATENT APPLICATION: US/0 9/5 7 5 , 5 8 OB TIME: 10:49:52 



Input Set : A:\09575580 Seq listing, txt 
Output Set: N:\CRF3\05 2 92002\I5 7 5 5 80B.raw 

12':^7 '':212> TYPE: PR I 

IJ'.^B <:213> ORGANISM: ArtLficial Sequence 

1299 <220> FEATURE : X^T-l^-vyf^ 

IJ'.-ty ';223> OTHER INFORMATION: Description of Artificial Sequence: synthet 

l'M){) construct 

1302 <400> SEQUENCE: 42 

1303 Met Asp Vdl Asp Ala Ala Thr Ala Thr Arg Gly Arq Sor Ala Ala Ser 
1.^04 15 10 15 

1 306 Arg Pro Thr Glu Arg Pro Arg Ala Pro Ala Arg Ser Ala Ser Arg Pro 

1307 20 25 30 

1309 Arg Arg Pro Val Glu Glu Phe 

1310 35 



VERIFICATION SUMMARY DATE: 05/29/2002 

PATENT APPLICATION: US/09/57 5 , 580B TIME: 10:49:53 



Input Set : A:\09575580 Seq listing.txt 

Output Set: N:\CRF3\05292002\I575580B.raw 

E:8h3 M:341 W: (46) "n" or "Xaa" used, for SEQ Tl)#:27 after pos.:2400 

E:902 M:34I W: (46) "n" or "Xaa" used, for SEQ IDS 28 after pos . : 0 

L:98to M:34] W: (46) "n" or "Xaa" used, for SEO IDtt 33 after pos . : 0 



L 


1 0 37 


M 


258 


W 


Mandatory 


Feature missing, -;2 2 0> 


not 


found for SEQ 


IDtt : 3 6 




L 


104 0 


M 


200 


E 


Mandatory 


Header Field missiiuT, - 


:220: 


' n(:)t found fi:>r 


SEQ ID# 


3 6 


L 


1088 


M 


258 


W 


Mandatr)ry 


Feature missing, '^:2 2 0:> 


not- 


fciund for SEQ 


IDft : 38 




L 


lO'U 


M 


200 


E 


Mandatory 


Header Field missing, • 


:2 20: 


' not found fior 


SEQ ID# 


38 


L 


12 0 5 


M 


2 58 


W 


Mandatory 


Feature missing, v220> 


not 


fciunti fcir SEQ 


ID# : 4 0 




E 


120 8 


M 


200 


E 


Mandatory 


Header Field missing, - 


:220; 


• not found for 


SEQ ID# 


4 0 


L 


1299 


M 


258 


W 


Mandatory 


Feature missing, <220:> 


not 


found for SEQ 


ID# : 42 




L • 


1302 


M 


200 


E 


Mandatory 


Header Field missing, ■ 


220: 


' not found for 


SEQ ID# 


42 



